



































Correlation matrix for ALL AML data
39 genes with maxT adjusted p-value < 0.01
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Correlation matrix for ALL AML data
G=3,051 genes
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Correlation matrix for ALL AML data
G=39 genes with maxT adjusted p-value < 0.01
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Correlation matrx for ALL AML data Correlation matrx for ALL AML data
G=3,051 genes G=39 genes with maxT adjusted p-value < 0.01
























































































MDS for ALL AML data, correlation matrix, G=3,051 genes, k=2
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MDS for ALL AML data, correlation matrix, G=3,051 genes, k=3
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